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In Projectome we set up an IT infrastructure to share both neuroscience data as well as high performance 

computational applications. Data handled in Projectome are mouse brain images obtained using conf-u [1], 

a confocal ultra-microscopy technique in which selectively labeled neurons are imaged by light-sheet based 

microscopy [2][3] with micron-scale resolution. Data obtained from an experiment conducted on a mouse 

brain (1 cubic cm) might be of a range of 1 Terabyte, or more. Specific processes have been implemented in 

a Projectome Tooolkit in order to allow: 1) fully automated 3D Stitching capability starting from acquired 

raw data and 2) semi-automatic extraction of some morphological characteristics (eg. neurons localization) 

[1][4]. 

 

The implementation plan of the project consists of two phases: phase I, in which the core data 

management functions are set up and phase II in which the data mining, knowledge extraction and 

visualization features 

are implemented. 

 

Projectome is running the final part of phase I: both raw and processed data as well as elaboration 

algorithms are made available through a dedicated storage and computational infrastructure operated by 

CINECA, the largest Italian computing center [5]. Data sets originated from the European Laboratory of 

Non-linear Spectroscopy LENS [6] are transferred to CINECA using high performance protocol (i.e. GridFTP) 

and successively stored using iRODS data grid [7]. The setup of a Workflow Management System for the 

execution of Projectome Toolkit applications is being implemented using UNICORE [8].  
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